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SEQ MoSp1_Translotion (M4) 

KEYWORD PROTEIN 

ORIGIN 

QGAGAAAAAAA GGAGQGGYGG LGSQGAGRGG 

QGAGAAAAAA GGAGQGGYGG LGSQGAGRGGLGG 

QGAGAAAAAAA GGVGQGG LGGQGAG 

QGAGAAAAAA GGAGQGGYGG LGSQGAGRGGSGG 

QGAGAAAAAA GGAGQGGYGG LGSQGAGRGGLGG 

QGAGAAAAAAA GGAGQGGYGG LGGQGAGQGGYGG LGSQGAGRGGLGG 

QGAGAAAAAAA GGAGQGG LGGQGAG 

QGAGAAAAAA GGAGQGGYGG LGSQGAGRGG 

QGAGAAAAAA VGAGQGGYGGQGAGQGGYGG LGSQGAGRGGLGG 

QGAGAAAAAAA GGAGQGG LGGQGAG 

QGAGAAAAAA GGAGQGGYGG LGNQGAGRGG 

QGAAAAAAGGA GQGGYGG LGSQGAGRGGLGG 

QGAGAAAAAA GGAGQGGYGG LGGQGAGQGGYGG LGSQGSGRGGLGG 

QGAGAAAAAA GGAGQGG LGGQGAG 

QGAGAAAAAA GGVRQGGYGG LGSQGAGRGG 

QGAGAAAAAA GGAGQGGYGG LGGQGVGRGG LGG 

QGAGAAAA GGAGQGGYGG ™- f i 

VGSGASAASAAASRLSSPQASSRVSSAVSNLVASGPTNSAALSSTISNWSQIGASNPGLSGCDVLIQALLEWSALI 

Q I LGSSS I GQVNYGSAGQATQ I VGQSVYQAL 
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SEQ MoSp2_Transiotion 
KEYWORD PROTEIN 
ORIGIN 

PGGYGPGQQGPGGYGPGQQGP SGPGS 
GPGGYGPGQQGPGGYGPGQQGPGRYGPGQQGP SGPGS 
GSGQQGPGGYGPRQQGPGGYGQGQQGP SGPGS 
ESGQQGPGGYGPGQQGPGGYGPGQQGPGGYGPGQQGP SGPGS 

SGPGS 
SGPGS 
SGPGS 
SGAGS 
GPGS 
SGPGS 
SGPGS 
SGPGS 
SGPGI 
GPGS 



SGPGQQGPGGYGPGQQGPGGYGPGQQGP 
SGPGQQGPGGYGPGQQGPGGYGPGQQGL 

GPGQQGPGGYGPGQQGP 

GPGGYGPGQQGPGGYGPGQQGP 

GPGQQGLGGYGPGQQGPGGYGPGQQGPGGY 

GPGQQGPGGYGPGQQGP 

GPGGYGPGQQGPGGYAPGQQGP 
GPGGYGPGQQGPGGYAPGQQGP 

GPGGYGPAQQGP 
GPGGYGPAQQGPAGY 



AAAAAAAAAA 

AAAAAA 

AAAASAAASA 

AAAAAAAA 

AAAAAAAA 

AAAAAAA 

AAAAAAAAA 

AAAAAAA 

ASAAAAAA 

ASAAAAAAAA 

ASAAAAAAAA 

AAAAAAAAA 

AASAASA 

AVAASAGAGSA 



G YGPGSQASAAASRL ASPDSGARVASAVSNL VSSGPTSSAALSSV I SNAVSQ I GASNPGLSGCDVL IQALLE I VSACV 
T I LSSSS IGQVNYGAASQFAQWGQSVLSAF 
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Tronslotion of AdfS (1-3410) 
Universal code 

Totol omino acid number: .1130, MW— 1 15213 
Max ORF: 1-3270, 1090 AA. MW-1 10427 

odf-3 TRANSLATION 

GSGQQGPGQQGPGQQG PGQQGP YGPG 

ASAAAAAA GGYGf 
ASAAAAAA GGYGF 
SSAAAAAA GGNGf 
ASAAAAAA 



YGPG 
YGPG 

_ YGPG 

ASA/Wwi GGYGPGSGQ-GPGQQGPGGQGP , YGPG 



ASAAAAAA GGYGPGSGQQGPGQQGPGQQGPGGQGP| YGPG 
ASAAAAAA GGYGPGYGQQGPGQQGPGGQGP YGPG 
ASAASAAS GGYGPGSGQQGPGQQGPGGQGP YGPG 

ASAAAAAA GGYGPGSGQQGPGQQGPGQQGPGQQGPGGQGP , , YGPG 

YGPG 



ASAAAAAA (&YGPGSG(^rcQ(X;PGQQG1^^^ 
ASAAAGAA GGYGrcSGQfXPGQQGPGQC)GF 3 OQ^QQGPgQlBGQQGPfflE YGPG 
ASAAAAAA GQQGPGQQGPGQQGPGGQGR YGPG 

AASAAVSV GGYGPGS 

SSVPVASAVASRLSSPAASSRVSSAVSSLVSSGPTKHALLSNTISSWSQVSASNPGLSGCDVLVQALLEWSALVSI 
LGSSS I GQ I NYG ASAQYTQMVGQSVAQAL A 
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Translation of ADF-1 

Fibroin (Araneus diadematus clone ADF-1 C-terminal fragment) 

SEQ 1 HESSYAAAMA ASTRNSDFIR NMSYQMGRLL SNAGAITEST ASSAASSASS 

51 TVTES I RTYG PAAIFSGAGA GAGVGVGGAG GYGQGYGAGA GAGAGAGAGA 

101 GGAGGYGQGY GAGAAAAAGA GAGAAGGYGG GSGAGAGGAG GYGQGYGAGS 

151 GAGAGAAAAA GASAGAAGGY GGGAGVGAGA GAGAAGGYGQ SYGSGAGAGA 

201 GAGAAAAAGA GARAAGGYGG GYGAGAGAGA GAAASAGASG GYGGGYGGGA 

251 GAGAVAGASA GSYGGAVNRL SSAGAASRVS SNVAAIASAG AAALPNV I SN 

301 IYSGVLSSGV SSSEALIQAL LEVISALIHV LGSASIGNVS SVGVNSALNA 

351 VQNAVGAYAG 
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Translation of A0F-2 

Fibroin (Araneus diadematus clone ADF-2 C-terminal fragment) (9CI)(CA 
INDEX NAME) 

SEQ 1 GSQGAGGAGQ GGYGAGGGGA AAAAAAAVGA GGGGQGGLGS GGAGQGYGAG 

51 LGGQGGASAA AAAAGGQGGQ GGQGGYGGLG SQGAGGAGQL GYGAGQESAA 
101 AAAAAAGGAG GGGQGGLGAG GAGQGYGAAG LGGQGGAGQG GGSGAAAAAG 
151 GQGGQGGYGG LGPQGAGGAG QGGYGGGSLQ YGGQGQAQAA AASAAASRLS 
201 SPSAAARVSS AVSLVSNGGP TSPAALSSSI SNWSQISAS NPGLSGCDIL 
251 VQALLEI ISA LVH I LGSAN I GPVNSSSAGQ SASIVGQSVY RALS 
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Tronslotion of ADF-4 

Fibroin (Aroneus diodematus clone ADF-4 C-terminal fragment) (9CI) 
INDEX NAME) 

SEQ 1 AGSSAAAAAA ASGSGGYGPE NQGPSGPVAY GPGGPVSSAA AAAAAGSGPG 

51 GYGPENQGPS GPGGYGPGGS GSSAAAAAAA ASGPGGYGPG SQGPSGPGGS 
101 GGYGPGSQGA SGPGGPGASA AAAAAAAAAS GPGGYGPGSQ GPSGPGAYGP 
151 GGPGSSAAAA AAAASGPGGY GPGSQGPSGP GVYGPGGPGS SAAAAAAAGS 
201 GPGGYGPENQ GPSGPGGYGP GGSGSSAAAA AAAASGPGGY GPGSQGPSGP 
251 GGSGGYGPGS QGGSGPGASA AAAAAAASGP GGYGPGSQGP SGPGYQGPSG 
301 PGAYGPSPSA SASVAASVYL RLQPRLEVSS AVSSLVSSGP TNGAAVSGAL 
351 NSLVSQISAS NPGLSGCDAL VQALLELVSA LVAILSSASI GQVNVSSVSQ 
401 STQMISQALS 
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